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[ Abstract]  Objective: To establish a rapid, accurate and standardized method for identifying five species from genus
Orobanche with DNA barcoding technology. Methods: Total DNA of 5 kinds of medicinal plants from genus Orobanche were ex-
tracted. ITS, rbeL, trnL-F and matK gene sequence amplified by PCR. PCR product was directly sequenced, and the results
were aligned and analyzed with different software ( CONTIG, BioEdit, MEGA6.0) to construct the phylogeny trees. Results
The 200 complete ITS, rbcl., trnl-F and matK sequences of 5 species from genus Orobanche have been obtained, and the
length of 4 sequences region varied from 364 to 1240 bp. They were distinguished by trnL-F, ITS or matK sequence. Conclu-
sion: RbcL sequence was not suitable to identify 5 species from the genus Orobanche, but ITS and trnL-F region could be a
pretty good marker to distinguish these species, and it will be a potential molecular identification method for identifying Oro-
banche plants.
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4 0. pycnostachya . 5 B3] 24 O. cernua ., T 2551 4
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A Y Orobanche cernua Loefling YPCI-6, YPC8, YPC10-14, YPC16-21, YPC25-33
sl E] Orobanche aegyptiaca Pers YPAI1-3
E 2551 Orobanche ombrochares Hance YPO3
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trnL-F f ATTTGAACTGGTGACACGAG
matK matK-AF CTA TAT CCA CTT ATC TTT CAG GAG T
matK-8R AAA GTT CTA GCA CAA GAA AGT CGA
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G), ﬁj\ﬁﬂ%’[(ZO bp G, 32 bp A, 88 bp A, (350 bp CE‘Z398 bp A), ﬁﬁiﬁu%’[(9l4 bp G)O
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Taxa(n) 17 bp 48 bp 53 bp 203 bp 205 bp 307 bp 447 bp 504 bp 556 bp
0. coerulescensl G G C T A A T T T
0. coerulescens2 G G C T A A T T T
0. pycnostachya2 G G T T A A — T A
0. pycnostachya3 G G T T A A — T A
0. cernual A A C T A A — T T
0. cernua2 A A C T A A — T T
0. aegyptiacal G G C G T A — T T
0. aegyptiaca G G C G T A — T T
0. ombrochares G G C T A T G G T
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Taxa(n) 19 bp 20 bp 32 bp 63 bp 88 bp 204 bp 350 bp 371 bp 398 bp 689 bp 914 bp
0. coerulescensl T C G A G G C C A T A
0. coerulescens2 T C G A G G C C A T A
0. pycnostachya2 T C G A G G A C C T G
0. pycnostachya3 T C G A G G A C C T G
0. cernual T C G A G A A T C C T
0. cernua2 T C G A G A A T C C T
0. aegyptiacal T G A A A G G C T T T
0. aegyptiaca T G A A A G G C T T T
0. ombrochares C C G G G G A C C T A
3.5 ITS B 55 R T (£6), LM EHI5 (46 bp: T E 311 bp: A),
S Y24 (184 bp: T %299 bp: T), 5! I
W%t ITS FEH AT M0t te 2 0, FRE 171 BAEF 2 ( p: E1% p: T), 54 (% Y]l

AAESEALA, 146 M B AR, @.ﬁiﬁﬁ {5 BAL A
A AZ AL T LURF X S Bl 51 25 kAo 499 AR G 1) 48 391 o R
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F6 SHMILHEEYITS FIERMAR
Taxa(n) 46 bp 184 bp 237 bp 299 bp 311 bp 390 bp 396 bp 451 bp 470 bp 595 bp
0. coerulescens] C A G C G G G T — T
0. coerulescens2 C A G C G G G T — T
O. pycnostachya2 C T A T G G G G — T
0. pycnostachya3 C T A T G G G G — T
0. cernual C A A C G G G G G A
0. cernua2 C A A C G G G G A
0. aegyptiacal T A A C A G G G — T
0. aegyptiaca T A A C A G G G — T
0. ombrochares C A A C G C A G — T

4 iTtig
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SRR, T ITS JF 5 tnl-F J5 5 5058 4 45
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XFF matK P8, — Mk Sy HoaE A X 85 22
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XTI 5 FpA Y JE R S A ERR M . X ITS SR A,
ARSI AR IERR T ITST 1 ITSA 41416 R514, B
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ITS5, Zil B Mses, KB ITS4 5 1TSS #5149
HAEH) PCR BEENZEAR, Somieh s 1TS JP a4,
BEFH T/ ITS1 5 1TS4 414, PCR &R Edr, T
B A L2 T B 25 i PCR 5238 st
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—EER, B ITS JP A S e J1 e, g AR
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SRAGEAG, Pt rT VR it S Ff e ) 1) 2L AEL 4 53]
F Bl

W 3 ] R I 24 ) A T LA B R A il T 3 e P
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TS PR M 0 | I R ol R B 4 5 O v
ARRELT A R F W] . DNA ZIEEH AR X — =40,
YR 1R 231 S0 7 3 T AE 0§ /KT B fif DR 26 ]
FUSEIPESR | A BE v 1R R A v 25 DL R Y
{18 S5 3 T A it PO RIS 5 28 B 25 D T A 92 R 2 P £
A, AEZ B IEARTE IR A h SR 1A 7 iSO PR B,
IR 2501 S SN — B B B

S Lk
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