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[ Abstract]  Objective; In order to identify and classify two samples which were suspected as Ganoderma, the mor-
phological characteristics and molecular analyses were performed. Methods: Basing on primary identification of them, the rD-
NA-ITS region were amplified thereby, the rDNA-ITS amplicon was characterized by cloning, sequencing, blasting in Gen-
Bank and phylogenetic analyses using MEGA. Results: The rDNA-ITS entire sequences of the two species was 752 bp and
753 bp, respectively. The sequences both related to the Pyrrhoderma adamantinum were available in GenBank, and the simi-
larity reached 99.0% . The cluster analysis suggested that the relationship between the two samples and P. adamantinum was
closer, however, the relationship between the two samples and the Ganoderma were relatively farther. The morphological and
microscopic characteristics combined with the sequence analysis demonstrated that the two samples are P. adamantinum.
Conclusion: The molecular biology methods of rDNA-ITS region analysis provides a technical support and theoretical reference
for accurate identification on suspected fungi samples.
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