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Identification of Plants in Macleaya spp. Based on ITS2 Sequence
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[Abstract]  Objective: To identify the medicinal plant Macleaya spp. by using ITS2 sequence. Methods: The ITS2
sequence and sequence of 30 samples collected from Hunan, Jiangxi, Zhejiang, Hubei, Henan, Shanxi, Chongging was
amplified and the amplification efficiency, the sequencing success rate, the constitution of base pair, intra- and inter-specific
variation and NJ( Neighbor-Joining) tree were analyzed, in order to evaluate the ITS2 sequencing results. Results; The ITS2
sequence length of Macleaya spp. was within 500 bp; the amplification efficiency and the success sequencing rate was 100%
and 30 ITS2 sequences were obtained. Conclusion: The ITS2 sequence can be effective and accurate for identification of Ma-
cleaya spp. .
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*1 #HEOEEUELER

A= WYL T % KRGS 7 Frs HYH T 4 (i R 7

1 M. cordata DHNJS1003 W R T 16 M. microcarpa XCQWS1302 HPCAR L

2 M. cordata DHNNX1302 W7 % 8 17 M. microcarpa XCQWS1303 AR

3 M. cordata DHNNX1305 Wi T %8 18 M. microcarpa XCQWS1304 THRAR L

4 M. cordata DHNNX1308 WrETs R 19 M. microcarpa XCQWS1305 AR

5 M. cordata DHNZZ1301 W R B 20 M. microcarpa XCQWS1309 R

6 M. cordata DJXHY1301 TR 21 M. microcarpa XHBNZ1306 WAL R SR
7 M. cordata DJXJGS1306 TLPEFERIL 22 M. microcarpa XHBNZ1307 11t 2 PH T R v R
8 M. cordata DJXRC1305 TS E B 23 M. microcarpa XHBNZ1309 WAL R R
9 M. cordata DJXRC1309 TLPE%R S B 24 M. microcarpa XHBNZ1310 1AL 2 BH T R v B
10 M. cordata DJXSR0007 TP 18 25 M. microcarpa XHNNY1301 WAL R
11 M. cordata DZJLA0007 WL % B 26 M. microcarpa XHNNY1305 W 5 BH T R v
12 M. cordata DZJLA1304 Wi % B 27 M. microcarpa XHNNY1310 WA R
13 M. cordata DZJL.A1306 Wi % 5 28 M. microcarpa XHNSX1301 TG L

14 M. cordata DZJLA1308 WL 22 2L 29 M. microcarpa XSXLT1301 I e i FH L

15 M. cordata DZJL.A1310 Wi % 5 30 M. microcarpa XSXSL1304 I e i % Tl
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10 pL, DNA #itl 1 pl, IERGIH 1wl Kie 514
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x2 {EFEEOIEEY ITS2 oG EH AR

N o . ]
YT 4 o 2 M%mﬁ(f ) T i?%‘f) wgi
M. cordata DHNJS1003 16.9 29.1 32.4 21.5 61.5 478
M. cordata DHNNX1302 17.4 29.5 32.2 21.0 61.6 482
M. cordata DHNNX1305 17.1 29.2 32.5 21.3 61.7 480
M. cordata DHNNX1308 17.0 29.1 32.5 21.4 61.6 477
M. cordata DHNZZ1301 21.3 32.8 29.4 16.4 62.3 469
M. cordata DJXHY1301 17.2 29.3 32.2 21.4 61.4 482
M. cordata DJXJGS1306 16.9 29.0 32.4 21.7 61.4 479
M. cordata DJXRCI305 17.4 29.0 32.1 21.5 61.1 483
M. cordata DJXRCI309 16.7 29.0 32.4 21.9 61.4 479
M. cordata DJXSR0007 21.2 32.7 29.5 16.7 62.2 468
M. cordata DZJLAO007  21.1 32.8 29.2 16.8 62.0 469
M. cordata DZJLA1304 16.9 29.0 32.4 21.7 61.4 479
M. cordata DZJLA1306  17.0 29.1 32.0 21.8 61.1 481
M. cordata DZJLA1308 17.0 28.9 32.6 21.4 61.5 481
M. cordata DZJLA1310  17.2 29.3 32.2 21.3 61.5 478
M. microcarpa XCQWS1302 19.2 33.5 32.2 15.1 65.7 490
M. microcarpa XCQWS1303 18.6 33.6 32.4 15.4 66.0 488
M. microcarpa XCQWS1304 19.1 33.6 32.2 15.1 65.8 491
M. microcarpa XCQWS1305 18.9 33.8 32.2 15.2 66.0 488
M. microcarpa XCQWS1309 18.4 33.4 32.6 15.6 66.0 488
M. microcarpa XHBNZ1306 19.0 33.5 32.0 15.5 65.5 490
M. microcarpa XHBNZ1307 18.6 33.5 32.3 15.5 65.8 489
M. microcarpa XHBNZ1309 18.6 33.8 32.6 15.0 66.4 488
M. microcarpa  XHBNZ1310 18.8 33.5 32.1 15.5 65.6 489
M. microcarpa XHNNY1301 19.1 33.6 32.2 15.1 65.8 491
M. microcarpa XHNNY1305 19.0 34.2 32.1 14.7 66.3 483
M. microcarpa XHNNY1310 18.6 33.7 32.5 15.1 66.3 489
M. microcarpa XHNSX1301 18.6 33.9 32.4 15.1 66.3 490
M. microcarpa XSXLT1301 18.7 33.6 32.4 15.3 66.0 491
M. microcarpa XSXSL1304 18.4 33.8 32.6 15.2 66.4 488
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