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[Abstract]  Objective: To systematically identify the protein phosphatases 2C ( PP2C) family of Salvia miltiorrhiza
based on genome-wide strategy. Methods: The family members of PP2C genes, structures, and expression profile were identi-
fied by BLSTP, phylogenetic tree, and different gene expression analysis. Results: In total, 83 PP2C genes were identified in
S. miltiorrhiza, highly conserved in angiosperm. The PP2C family were phylogenetically divided into 13 subfamilies, including
PP2CA, B, C, D, E, F1, F2, G, H, I, J, K, L subfamilies. The promoters of PP2CA subfamily included a series of
cis-acting elements, and most of gene expression were significantly responded to stress. Conclusion: These results provided a
basis for analyzing the evolutional characterization of PP2C family, and for studying the molecular mechanism of PP2C genes

under varies stress response.
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