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[ Abstract |

owning large range of variation in morphology, and rich genetic diversity in germplasm resources. The confusion of seed

Glycyrrhizae Radix is a traditional commonly used herbal medicine in China, which distributing widely,

resource and difficulty of original identification has been always besetting the development of Glycyrrhizae Radix industry. In this
review, the research progress of molecular marker technology, such as RFLP, RAPD, AFLP, SSR and ISSR were summa-
rized in term of original identification and genetic diversity. The characteristics of different molecular marker technology and the
direction of application in Glycyrrhizae Radix were analyzed, and proposed the expectation for the application prospect of
molecular marker technology in Glycyrrhizae Radix identification.
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FHRIC LA F A, ASCH ] 20 T AR H
R

1 SFrRg AR TR

I FHRCH AT WA AR TRRELL
PrAh S5 o 2 LI ) B PR 2H DNA R Be s s I HOR
TR T AR ARG . W T E L W)
BAE S SR o ARG R F A AT
Southern Z% 32 $% R 1 43 T %7 iC 0 RFLP ( restriction
fragment length polymorphism, [RifIMERFEBEKEZS
PE) . ETF PCR 14T Hric @l RAPD ( randomly ampli-
fied polymo-rphic DNA, Bf#L 9 1 £ 54 DNA) |
AFLP ( amplification fragment length polymorphism, 3~
WMEBEKEZEM). SSR (simple sequence repeat,
R & FF %)) . ISSR (inter-simple sequence repeat,
NERTET B P 51 B 42 ) . SRAP ( sequence-related ampli-
fied polymorphism, J¥ % #HCH 44 Z & M) . KT
DNA [ #r#) SNP ( single nucleotide polymorphism, g
HZE1ME) & DNA £&JE45 (DNA barcoding) 45

2 SFRCEAREHERHR

2.1 RFLP

RFLP /& 20 48 70 424X & Ji& & % 18 3 Bt DNA
R BHOR, BEREAS I JE A 2H DNA ((genome DNA) ,
N RENSHG I AZ AR DNA (ribosome DNA, rDNA) DL K
-2 {4 DNA ( chloroplast DNA, cpDNA), %58 &k
S, T HRIL B R, RFLP £ 0 F 78 % 51 1 V% Al
BRI ZREE ™ AR % SR AIF U 5K |
16SrDNA PCR-RFLP 43411 BOX-PCR 54015341
TIERTAC T i X ) H R AR IR A T R B | AL 2R
S3AT, ARERY], WHRRIE T e 2R
2.2 RAPD

RAPD iR AT LR T3R8 514, Bl
Py Tm 8 AR, RETRIESERAZ TR 711 5 Ak
FESS S, RVFIYAIRHGE MR EC, R R T
FIPAEEER 41 DNA Hrie s (9 BERLYE , £ 17X DNA
5 BTk . E MRS LURTRI X 1 3 F 15 41
H 5L ( Glyeyrrhiza uralensis, G. infleta . G. glebra) Ffi—F
HREEE, BE5E RAPD 73 FHRICTE H FRG LR
MRYAATYE, S50, M RAPD R3804 5 ik
P 1S AU H AR Z R R G R R 5B A0 2845
RAFAEZE T o S5 0 RAPD Ho RS i

HEA R IR 8L ZFEE, AT FEIE] TR
— R R B A B B A AR B AR R, RN
T PRI AL R A — R R, R [
B A A AR T B R i i
M RAPD £iR, #17 H )8 ( Glyeyrrhiza 1. )13 Fj
1728 Fh 30 AR R 5 1% 22 S A0 LA SURT Y 73
Fefi, BRI, BT RAPD EIIEE I RGEK
TS & M0 2K 7 BN — Bk, dt vl Bl
RAPD Frical o H 55 i) R 580 KR s it o 1 F
WrF e o RIS LI BRSO Ik, RAIE
SEAEEBLTT, X2 RAPD-PCR 4784 i) £ R
dNTPs, 514, Taq Ji 1 DNA B A7 06 16 5 3%,
HENL T IS A H RSy T RESE Y RAPD-PCR 1A &
SRS 6] 7t R T 5 1) 43 2 I 5 4 8t O AR A
PLEWFFER] WL RAPD $ARTE H 53548 Z e M 702K
# RRAEEEMEM.,

2.3 AFLP

AFLP [a] i} HA RFLP $R 5 PCR AR AL,
B A SEPERN R B 45 SR AFLP 4Ri0H
ARWFFE 4 AW H 5w A W s 1% 3l 12580
T AFLP fEH RS REF RN A, 2R ER, "R
15" WA 1S CBwaR 1S TR T R
S rS L) A REE R NS R S T A =
BEILA . B R I AFLP 43 FhRic b H
FFEIXY 16 ASBFAE A 320 SRR T G Z AR
5T, HE T 3E A B AR T R AR Z A S A AR e
) AFLP R &, ik th 15 X594l & xF 16 /4> Fh i
320 A BRI 1 759 ki . AR A HE AR WO,
AL Z RO R BRI T 5. NS, B
SR OBIRVL. IvE . CHORE SR, R (E R
S H B AL 2R AR R R R A AT PR A S
K4, 4% % Al ¢cDNA-AFLP ( ¢cDNA amplified
fragment length polymorphism) "** J7 43 H78 Ffis 52
AIH RN RIE2Z R, 715 14 FEFRIEENR
B, IFEIRGERE T AN [F) A8 S 28 B T A S 3R 11 i
P, it TR RAS SRR, Sl R B At
filt, [RIES A H RO R R (A 58 RS B A .
2.4 SSR

1974 4%, Skinner %' % 30 T 45 ¥ K- (-T-A-G-
G-)n-(A-T-C-C)n WEEFH ., JGRHFREM, X
P e AN AR AN, Py “fpE
7o TEMRZ o TAric, SSR 28+, B H
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Z . s RA L RYEL RS R s L
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RIS S . 28 A E DL B
FEEJTTA T T Z M, JF B R B E AT &E
il 0 FE B RR H R R R D REPE EST-SSR 43
FRic, A Sk H B EST-SSRs Ak, S 4R H
i EST-SSR fyistfl p A iR 2%, Wbt —
TFR G /R H B D REPE EST-SSR FRiCEEE 1 AL Al
2R S S S B PR H R GRS R4S (EST) %t
PR RLR ) SSR 7 s, ] Primer3. 0 k{4
WIS, ook B H R 4 DR 22 44 EST-
SSR FEEC I FRAE AR G5 R 25 R W], L
TEERILS XF 519 H & s BA IR rY & fIvE, S H
BRI RS R . Bl N5 AL 2 REERT ST LD S
e AR AR . I A S5 SR IE A B
BNy 1A T R SSR-PCR e M B fEIR 28, A
AR Z X5 69 %) SSR 5| ¥y 4T 1 Wi e, I i th
33 XJAE4 R HTH B rh S RE A ) 1 H 2 SR B
[ SSR 514, A SSR FRic % H 2w Al ) 14 35 1%
SR o TRIBNE R 5 S0R T A A
U N AR B IR R AP SR AR AR P ROR S HE
2.5 ISSR

T B HE &7 J 51| X [] (inter-simple sequence repeat,
ISSR) th, /R 4 € ] B4 58 & % 41 ( anchored inter-simple
sequence repeat, ASSR), &I T A N51¥H PCR
( microsatellite-primed PCR, MP-PCR), = &7 SSR
Jefih BR AN, H SSR NG| HWE ¥
6] X [ DNA 23 AR . ISSR % FH 5 | W1 B A B9 i
Lk, SRS GRS, EREMEL, IR
f5/n L RFLP . RAPD | SSR B 2[5 M:, ILHARS
& T RAPD FRic AR 5 SSR FRiC 8 R ILA, #E 5T
A, Bt ER D, ANEEREERRT I SSR 5 E
B, WEAS Y. AMVEESE R ISSR 4 FARicH
AR FPIR L R H B s Al AR e T 20 b, 25
RERW, B X S h R R e SR £
HUCRVGALHIX, AR ARIEIX, FFHIEN] 13T
ISSR 73 FFric Rl o AR RE SIS B R R, 2
DU AR SR ISSR Sy FARICHEABI IR A 4 47 i
155 DB L 2R, G5 RRY], &7 1B
A EEATRRES % A RO —2, NEE . T EMHIN
HROBARAE RN TG E , BV T 5L 1 248 S5 i AR,
VIS [ 7 DX H e 384 Z2 AR AT S35 Y e
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SV TRERH S S H R S SRR
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HAET K2P PR 7RG AR, HRUEW] T 1TS2
JF 50 AT A Al 468 72 3 JLAN 25 04 DL RO [ L S AR )
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Mo WEGENY FH PCR §73815 3] T K% 616 bp
i ITS J% %151 389 bp (1) psbA-trnH 531, £ ITS J$3
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F1 EST-SSR WA FR 1024 7T 485 7 H 2 J@ Bl ] 5 0 Py 1)
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HARBER A 5 AL 250 . P[] 55 R 08 S5 0F 90 1) A 3K
Sy FRRic. Hop, SCoT fric £ 8w, FHEEK,
S T H SR AR R IR 5 A AR AT, A
]38t 1% 25 RGN | EST-SSR ARiCRCR B, B T-&¢
MERRAEE S SE ARG, TRt = 45 SR AT RT-PCR
A, P HE bAS 4t X ¥ 41, 32 A DNAman 43
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EARK, AR ICTY H R AZ 5 B AL H 5 B Il
PUFFEAR, N TH SR O B A H s A EE 2
GEIR, RS HUOT H O R AR FR AR, MM S
AW, A RN Ak, PR
ICEORI H A TE ARSI dh b . e 2%
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