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Cloning and Expression of Coleus forskohlii Gibberellin Oxidase Gene
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[ Abstract]  Objective: To clone and express the gene of Gibberellin oxidase and to lay a foundation for improving the
content of effective components of Coleus forskohlii transplanted in Hubei province. Methods: Total RNA was extracted from
the leaves of scabbard and the full length of CfGAO1 gene was cloned by nested PCR. Results: The gibberellic acid oxidase
gene with full length 1234 bp was named and could encode 355 amino acids. Comparing gibberellic acid oxidase gene in coleus
with those in other species by phylogenetic tree, it was found that CfGAO1 had the close genetic relationship with Salvia milti-
orrhiza GA protein. Gibberellic acid oxidase gene of prokaryotic expression vector PFC{GAOlwas successfully cloned and
expressed. Conclusion: The full length of gibberellin oxidase gene of C. forskohlii was cloned and prokaryotic expression vector
was obtained. This study provided the basis for the biosynthesis path way of the active component.
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