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treatment of COVID-19 through network pharmacology and molecular docking technology. Methods: The chemical constituents
and action targets of Isatidis Folium, Taraxaci Herba, Violae Herba, Glycyrrhizaein Radix et Rhizoma Xiaoyan Tuire Mixture
were searched by TCMSP and Pubchem. Through UniProt, GeneCards database query targets corresponding gene, and then
use Cytoscape3. 2. 1 to build compound-targets ( genes) networks, R software(3.6.2)and Cluster profiler enrichment of gene
ontology (GO) function analysis based on the Kyoto Encyclopedia of Genes and Genomes ( KEGG) pathway enrichment
analysis, the mechanism of its action research. Molecular docking of 18 chemical components with ACE2 was performed by
ChemOffice software. Results: The medicinal material-compound-target ( gene) network contained 4 medicinal materials, 117
compounds and 486 targets. 18 key compounds and 27 disease targets after overlapping with 144 disease targets were screened
out. The compound-target network contains 18 compounds and the corresponding target 27, and the key targets involve
ADRB2, PTGS1, TNF, F2, REN, ACE2. The function enrichment analysis of GO was 910 (P <0.05), of which there
were 867 biological processes (BP), and 6 related items of cell composition (CC), and 37 molecular function (MF) items.
There are 10 signal pathways (P <0.05) in the KEGG pathway enrichment screening, involving cAMP signaling pathway,
viral protein interaction with cytokine and cytokine receptor, TNF signaling pathway, Cytokine-cytokine receptor interaction,
Renin-angiotensin system, etc. The results of molecular docking showed that the affinity of Indigo, beta-sitosterol, poriferast-
5-en-3beta-ol, and other core compounds was similar to recommended drugs treatment of COVID-19. Conclusion: The active
compounds including indigotin, beta-sitosterol, poriferast-5-en-3beta-ol, in Xiaoyan Tuire Mixture may regulate multiple

signaling pathways by binding angiotensin converting enzyme IT ( ACE2) and acting on targets such as ADRB2, PTGS1, F2,
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TNF and REN to inhibit COVID-19.
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