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[Abstract]  Objective: To investigate the phenotypic characteristics and genetic composition of Rubus chingii Hu in
main producing area. Methods: The phenotype of 24 wild accessions of R. chingii in East China were observed and recorded.
The genetic composition of 24 resources of R. chingii and the other 5 kinds of relative plant materials of Rubus were analyzed
based on inter-simple sequence repeat (ISSR) marker data. Results: The phenotypes of 24 accessions of R. chingii were
performed rich variation. Seven phenotypes including stalk color, stab density, leaf shape, anthocyanin of young leaf, petal
length, fruit stalk length and fruit type, could be used to differentiate the main R. chingii accessions in East China. Eight
ISSR markers were screened to research the genetic composition of R. chingii. Amplification from the accessions of the ISSR
primers yielded 90 genetic loci, of which 58 loci was polymorphic, the percentage of polymorphic bands was 64. 44% . Based
on the similarity analysis by NTSYS-pc 2. 10, R. chingit and the other relative plant materials of Rubus could be differentiated
by ISSR makers; all of 24 accessions of R. chingii were divided into three subgroups, while the genetic similarity coefficient
reached 0. 67 to 0. 70. The accessions from the region of Zhebei, Zhenan and Minbei clustered into one branch, respectively.
Among accessions, the gene diversity index (H) was 0.272 0; the Shannon’s information index (/) was 0.412 7; the genetic
identity were ranged 0. 536 6-0. 878 0. Among three subgroups, the genetic distance was less than 0. 253 8; the genetic identity
was more than 0. 775 9; the genetic differentiation coefficient ( Gst) among subgroups was 0.320 3; Gene flow (Nm) was

1.061 2, meaning that genetic differentiation among 3 regional populations was not obvious. Conclusion; The germplasm of
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R. chingii in East China had rich genetic diversity, and the genetic and pedigree analysis of R. chingii could be researched by

using ISSR markers.
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