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[Abstract]  Objective: To explore the mechanism of Eupolyphaga Steleophaga in the treatment of blood stasis related
diseases based on network pharmacology. Methods: The known components and corresponding targets of Eupolyphaga
Steleophaga were collected by the related database ( PubChem, SwissADME, SwissTargetPrediction and TCMSP) . The
relevant targets of "breaking blood and stasis” were searched by professional database (GeneCards, OMIM, TTD and HPO),
and the final targets also were obtained compare with the first two parts. Protein-protein interaction ( PPI) analysis, gene
ontology (GO) and Kyoto encyclopedia of genes and genomes (KEGG) analysis were used to predict effects. The difference in
fibrinolytic activity between the water-soluble protein and other components was measured using an in vitro model. Results: 54
active compounds which correspond to 653 related targets were screened out based on the oral bioavailability (OB) >30% and
drug likeness (DL) >0. 18 toward the literature databases, and finally 26 targets are obtained through interaction analysis.
The results of GO and KEGG analysis showed that the known components of Eupolyphaga Steleophaga were mainly related to 13
signal pathways interfere with biological functions such as DNA transcription and cell energy metabolism. Such as purine
metabolism pathway, cell energy metabolism pathway, cyclic guanosinc monphosphate ( ¢cGMP ) signal pathway, Toll-like
receptor signal pathway, aldosterone anabolic pathway, triacylglycerol pathway and so on. Simultaneously, the result of

fibrinolysis experiments in vitro showed that the water-soluble protein of Eupolyphaga Steleophaga had strong activity. Conclusion;
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The present study found that the known active ingredients of Eupolyphaga Steleophaga can not prove that it has a significant effect on

the treatment of blood stasis related diseases. However, the composition of woodlouse insect protein was not considered in the

analysis, which provided a direction for the next research on the effective components of Eupolyphaga Steleophaga.
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